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Supplementary dataset 1. A. niger AQPs sequences and domains identification
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Picture from Kruse et al., 2006


Remark:
- Transmembrane helices I to VI were written with blue, orange, purple, green, yellow and pink letter, respectively
- Cysteine residue was written in red bold letter.
- NPA motif was written in green bold letter.
- Conserved sequences in loop B and E were underlined.
- Conserved sequences of Yfl054-AQGPs were written in bold letter with underline. 

>AQPA_ATCC64974_2160
MGPQQWFRKRNPDSQTAPMYRSSNNQLPMLHLADTTRNNFIAAVGEFVGTFLFLFFSFAGTQVSNTPKPAPGSPPNTSNLLYSSLCFGFSLMVNVWAFYRVTGGLFNPAVTLALCLVGGLSPIRGVILFGVQLIAGIASAGVVGALFPGDLNVGTRLGGGASISQGLFIEVFLTAQLVFIIIMLAVVKHKSTFLAPVGIGLVFFVTEMVGDYYTGGSLNPARSLGPDVINRSFPGYHWIYWVGPLLGSLLACGFFTFLKMFQYTTVNPGQDYNE

>AQPB_ATCC64974_25380
MVHPVRSLNKELDQVDTESRGYRSSDTTEGGSSKVEDGDEPIEETSRRGVSRNKSHGTQRTNFSRNKSHASHRTGVSQNQSYRSQPPATLRNQSYGSQAQFSLAGPNAYYGPLPQQGAYMHPEYQSFNPQYGNMQGDKPVWSLAQPLPHVVRDGMRYGALPEDRKEERDEDGRERPPPASEEPPTDIPKTDEARENGEEPQNEMGFFNKWSKIRYYLREPLGEWLGTTIAITLGLCGGLSTYTSDGQAGSWMTQSACWGFSFMIGIYIVGGISGGHLNPAITISMSLWRGFPARRCVIYILAQLIGAITAGGFAYAIYHDAIVNLSVETNLPQSETTASQAFLTLPKQFVSPATAFFNEFLGTAILVGTIMALGDDTNAPPGAGMQAFIIGILITVLVLALGYNTGGAFNGPRDFGPRLVAVMAGWGGHLFKEYHAWWIWGPWVADIFGGLFGAFIYDLVVFTGGESPINYPPRRRKRALLIKEKNLRSKLRFGRRKIGDIERAVEENQD

>AQPC_ATCC64974_26080
MAGLLFRPQNDIDPSVNVQQLSCKPHVQPFVGRIGGNQGIVLDRADPDNAEYLRKVPDAAPLMSARDAFNVRGFTDLDLWRFAVVECVGTMMLAFITAWAAATPANVAPPSPSTPAGIFATTAFLGPLVGAVTNWLLLTLFIFSFSSVSGSHLNPTITLATFFARLISLPRMVLYLCGQILGGALAGWMLQSAFGSGQYSVGGCVVDTALVPVREAFVLEFICSLTLIFLSFGVGLDPRQVRVYGAALSPWLVGMVLGAVSLGSAYTREGYGGACVLFFYTLTSKCSVPSECPEANFRFQR

>AQPD_ATCC64974_52260
MFLNTGLSRKFLKPYVAEFLGTALLIVIGDGVVAQCLLSDYQYGTWLSINIAWAAAVCISGYLSDPGPTINPAVTICMALVRPTPGQWRKLPGKLFAQFLGGFVGAAIVYINYRSAIKDWDPEFTIPGGSILSPRGHHSAGIFSTYPAAFFESNWEAAFSELLGSAVLMFGILSISDPVNAVRFHSPQVTVFFLLTAIGAALGWQTGYAINPARDFGPRLFSAFIYGREVFTAANYYFVVPIFAPIVGCVVGAATYDTFLYEGDGSRITDALDNVEDRDGALRLH

>AQPE_ATCC64974_71680
[bookmark: _GoBack]MDDGETRRPRATSDAISPRGENPPTSPLSPTRGRRGTAGDADFVSPTRRVSGRDGSGAGVRRRSSAASRRSGGSGIPSLAPRTTLAGRTQGRFTMAGPEETPQLRLAHEPFVQPGYGDLNPSYEQPANSKPVWGLAKPLPRVVRPGMVPTKEELLEARQNIQLPAENSQKLGLEVDPNDLELGQIEKTADPRKMAAQVEDARIQRENNFMNKILSGDATTTRQGSRLSRTSSSRIRRPSAWDLPPENLSTVPEGETPAPSETHEEPPQMSSEEPLEPVLEEPELRADDGKDGMMDDLPNLEEIEAAYPEDLHPLVQELVEEEVHNNHTTWSVIRTHHREALAESLGVFVQLFVGFCGDLAVTVANAGNPNTTDWVWGFATMMAIYVSGGVSGAHLNPTITIMLWFYRGFPKSKMPEYFAAQFLGAFIAALAAYGLYYHSIQHYLLTNSTTGIITSFVTSQRETWIGPGTAFFTEFLGTMILTVVVLALGDDQNAPPGAGMNSLIVGLMVTCNTMSFAYQTGAALNPSRDFGPRLALLALGYGSSLFTNPYWFYGPWAGSLAGSFLGAFLYDFMIFTGGESPVNYPWERTQRAMRKSRMKWGKRLHLSRRDRGEKTVR

>AQPF_ATCC64974_75350
MVVTYLPEYESDETHPQHHGLEPAIPPFAGRMGGNQDFVVDRTDPKNSKVLERVPDAAPCMTLKEIFDLRGFLSVDLWKFAVLECIASMMNVFITCWVTTHPLSATTSPKGQAGVYGTVTFFSPTFGGLTNLLLTPLLIYTFSPSSGGHISPTITLATFFARIITFPRMILYLAGQTLGGALAGFAMHSAYGTREFTVGGCHIDTTMVSAKDGLVIEFFACLILIFLAFGVALDPRQAKVFGHAVSPWLVGVVLGIVTWGTAFTREGYIGASVNPARCFGAYVASDFPTYHWIHWVGPLAAAVAHGLVYFVDPLWKDPRAE

>AQPG_ATCC64974_111300
MIPETEKSGCREKPAHGIAPFPQTHPDGYQKTVKTDTEMPVWKCLASIDMWRCTILECLASMMYTFMLTWVTIAPTSKDRDDPGNLSYYSLNNYDWVRFLPTSIVNVCLLPLIIFTFARSTGGYVNPSITFAAYFLRRISLSRAVMYIGGQVIGIVLAVWAVQEAYGSTGFDIGCIISRGGVSIRNAYIAEVVSGFAMVVTVMYIAAGRKSGVLFGDAMSPWMVGIATEAAFWLSRLIWQGHPGASRQLI
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